Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.055; wR factor = 0.186; data-to-parameter ratio = 13.2.
The thieno [2,3-b] pyridine ring system of the title compound, C 17 H 16 N 2 O 4 S 2 , is essentially planar, the amino and carbonyl groups being nearly coplanar with the heterocyclic ring system. There are two N-HÁ Á ÁO hydrogen-bonding interactions involving the same N-H donor set and two different acceptors, one in an intramolecular bond helping to fix the molecular geometry and the other defining a dimeric structure around the symmetry centre at (0, 
Related literature
For general background, see: Litvinov et al. (2005) .
Experimental
Crystal data 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: spherical [modified Dwiggins (1975) Table 1 Hydrogen-bond geometry (Å , ). (Litvinov et al.,2005) .
The title compound is one of the key intermediates in our synthetic investigations of antitumor drugs. We report here its crystal structure.
The thieno [2,3-b] pyridine ring system of the title compound C 17 H 16 N 2 O 4 S 2 , (Fig.1) is essentially planar, with the amino and the carbonyl groups being nearly coplanar with the heterocyclic ring system. There are two main N-H···O H-bonding interactions (Table 1) , involving the same N1-H1N donor set and two different acceptors, O4 (in an intramolecular bond fixing the molecular geometry) and O2 i , i: -x, -y+1, -z+1, defining a dimeric structure around the symmetry centre at (0,0.5,0.5) (Fig.2) 
Experimental
A solution of ethyl 3-amino-4H-thieno[2,3-b]pyridine -2-carboxylate(2 g, 9 mmol), p-toluenesulfonyl chloride (5.2 g, 27 mmol) and pyridine (3.7 ml, 45 mmol) in dichloromethane (100 ml) was stirred until the reaction was complete. The reaction mixture was washed twice with a saturated aqueous solution of CuSO 4 and once with water. The organic layer was dried and concentrated in vacuum and the resulting residue was purified by crystallization from dichloromethane to yield a white solid (3.1 g, 91%). Crystals suitable for X-ray analysis were obtained by slow evaporation from a solution of dichloromethane and petroleum (1:2).
Refinement
The crystal used for data collection was ground into a spheroidal shape in order to facilitate the absorption correction. This was made through an interpolation procedure with local modifications to the one reported by Dwiggins, 1975 . muR values in the range 0-2.5 were taken from the International Tables for X-ray Crystallography (1992, Vol. C, p. 523), while those for muR in the range 2.6-10.0. were taken from International Tables for X-ray Crystallography (1959, Vol II, p. 302) H atoms of the amino group were located in a difference map and refined freely. The remaining H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined using a riding model, with Uĩso~(H) = 1.2-1.5U~eq~(C).
sup-2 Figures   Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. 
